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Key Scientific Results

Part of Taraskina work is devoted to the study of the molecular genetic characteristics of key
proteins of dopaminergic neurotransmission on peripheral blood lymphocytes (PBL) in various
pathologies. Despite some limitations, it is definitely proved that PBL are surrogate markers for
studying neurotransmission dysfunctions in neuropsychiatric pathologies, as well as for
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monitoring pharmacological effects. In the course of the work, the parameters of lymphocytic
neurotransmission in the syndrome of alcohol dependence were characterized, and during
antipsychotic therapy. The role of neurotransmission parameters of peripheral blood
lymphocytes in patients with schizophrenic spectrum disorders as biomarkers for assessing the
efficacy and safety of antipsychotic therapy has been determined. The association of elevated
levels of catecholamines in the blood serum with the development of adverse extrapyramidal
symptoms in the treatment of neuroleptics has been proven.

The first metagenomic study of intestinal microbiota in patients with the syndrome of alcohol
dependence and patients with alcoholic liver cirrhosis in a genome-wide format was conducted
jointly with colleagues from the Federal Scientific Clinical Center FCM. The features of the
taxonomic and functional composition of the intestinal microbiota in these diseases were
established. According to changes in the relative representation of KEGG Orthology gene
groups, a comparative analysis of the metabolic potential revealed an increase in the level of
pathways associated with the response to oxidative stress. In patients with SAZ, an increase in
two specific groups of genes encoding enzymes involved in alcohol metabolism, as well as
virulence factors, was found. Presumably, the microbiota of the intestines of alcoholics,
demonstrating the changes in both taxonomic and functional composition, plays a role in
modulating the effects of alcohol on the host organism.

At present, the studies of opportunistic microscopic fungi and their effects on human health are
being conducted at the main place of work. We study the mechanisms contributing to the
transition of commensal to the pathogen, immunological parameters associated with the
manifestation of a fungal infection. Studies on the reconstruction of phylogenetic relationships
and microevolutionary processes in dermatomycetes of the Trichophyton genus have been
performed using the multilocus sequencing method to evaluate the intraspecific variability of
Stachybotrys spp.
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